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Supplementary Figure 7 CDF plots of gene expression profiles from the miR-17~92 allelic series. Cumulative Distribution Fraction plots of log 2 -fold changes of genes without (black) or with (colored) 8-mers matches for members of the miR-17~92 cluster in their 3ʼUTR. The plots were generated from the tail bud differential expression dataset. Allelic frequencies in C57BL/6J background.
p-value was calculate using the chi-square test and adjusted for multiple hypothesis testing. Genotypes were determined at postnatal day 10-12.
Homeotic transformations in miR-17~92 ∆ animals.
T13 to L1a indicates the transformation of the 13 th thoracic vertebra to a vertebra with rudimental or no ribs; T, thoracic vertebrae; L, lumbar vertebrae; S, sacral vertebrae.
